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Stereo 



1 <110> APPLICANT: Human Genome Sciences, Inc. 

2 <120> TITLE OF INVENTION: Keratinocyte Derived Interferon 

3 <130> FILE REFERENCE: PF482P1 

4 <140> CURRENT APPLICATION NUMBER: US/09/487 , 792 

5 <141> CURRENT FILING DATE: 2000-01-20 

6 <150> EARLIER APPLICATION NUMBER: 60/093,643 

7 <151> EARLIER FILING DATE: 1998-07-21 

8 <150> EARLIER APPLICATION NUMBER: PCT/US99/16424 

9 <151> EARLIER FILING DATE: 1999-07-21 

10 <160> NUMBER OF SEQ ID NOS : 54 

11 <170> SOFTWARE: Patentin Ver. 2.1 

12 <210> SEQ ID NO 1 

13 <211> LENGTH: 1170 

14 <212> TYPE: DNA 

15 <213> ORGANISM: Homo sapiens 

16 <220> FEATURE: 



17 <221> NAME/KEY 

18 <222> LOCATION 

19 <400> SEQUENCE 



CDS 

(35) . . (655) 
1 

20 ccacgcgtcc gggatttttt agcttgcaaa aaaa atg age acc aaa cct gat atg 55 

21 Met Ser Thr Lys Pro Asp Met 

22 15 

23 att caa aag tgt ttg tgg ctt gag ate ctt atg ggt ata ttc att get 103 

24 lie Gin Lys Cys Leu Trp Leu Glu lie Leu Met Gly lie Phe lie Ala 

25 10 15 20 

26 ggc acc eta tec ctg gac tgt aac tta ctg aac gtt cac ctg aga aga 151 

27 Gly Thr Leu Ser Leu Asp Cys Asn Leu Leu Asn Val His Leu Arg Arg 

28 25 30 35 

29 gtc acc tgg caa aat ctg aga eat ctg agt agt atg age aat tea ttt 199 
3 0 Val Thr Trp Gin Asn Leu Arg His Leu Ser Ser Met Ser Asn Ser Phe 

31 40 45 50 55 

32 cct gta gaa tgt eta ega gaa aac ata get ttt gag ttg ccc caa gag 247 

33 Pro Val Glu Cys Leu Arg Glu Asn lie Ala Phe Glu Leu Pro Gin Glu 

34 60 65 70 

35 ttt ctg caa tac acc caa cct atg aag agg gac ate aag aag gcc ttc 295 

36 Phe Leu Gin Tyr Thr Gin Pro Met Lys Arg Asp lie Lys Lys Ala Phe 

37 75 80 85 

38 tat gaa atg tec eta cag gcc ttc aac ate ttc age caa cac acc ttc 343 
3 9 Tyr Glu Met Ser Leu Gin Ala Phe Asn lie Phe Ser Gin His Thr Phe 

40 90 95 100 

41 aaa tat tgg aaa gag aga cac etc aaa caa ate caa ata gga ctt gat 3 91 

42 Lys Tyr Trp Lys Glu Arg His Leu Lys Gin lie Gin lie Gly Leu Asp 

43 105 110 115 

44 cag caa gca gag tac ctg aac caa tgc ttg gag gaa gac gag aat gaa 43 9 
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45 




Gin 


Gin 


Ala 


Glu 


Tvr 


Leu 


Asn 


Gin 


Cys 


Leu 


Glu 


Glu 


Asp 


Glu 


Asn 


Glu 




46 




120 










125 










130 










135 




47 




3.3.^ 


gaa 


gac 


atg 


aaa 




atg 


aaa 


cracr 


aat 






aaa 


ccc 


tea 


gaa 


487 


48 




Asn 


Glu 


Asp 


Met 


Lvs 


Glu 


Met 


Lys 


Glu 


Asn 


Glu 


Met 


Lys 


Pro 


Ser 


Glu 




49 












140 










145 










150 










g"cc 


acrcr 


gtc 


ccc 


cag 


c tg 


age 


age 


etg 


gaa 


etg 


agg 


aga 


tat 


ttc 


cac 


535 


51 




Ala 


Arg 


val 


Pro 


Gin 


Leu 


Ser 


Ser 


Leu 


Glu 


Leu 


Arg 


Arg 


Tyr 


Phe 


His 




52 










155 










160 










165 








53 




agg 


ata 


gac 


aat 


ttc 


ctg 


aaa 


gaa 


aag 


aaa 


tac 


agt 


gac 


tgt 


gee 


tgg 


583 


54 




Arg 


He 


Asp 


Asn 


Phe 


Leu 


Lys 


Glu 


Lys 


Lys 


Tyr 


Ser 


Asp 


Cys 


Ala 


Trp 




55 








170 










175 










180 










56 




gag 


att 


gtc 


cga 


gtg 


gaa 


ate 


aga 


aga 


tgt 


ttg. 


tat 


tac 


ttt 


tac 


aaa 


631 


57 




Glu 


He 


Val 


Arg 


Val 


Glu 


He 


Arg 


Arg 


Cys 


Leu 


Tyr 


Tyr 


Phe 


Tyr 


Lys 




58 






185 










190 










195 












Q 




ttt 


aca 


get 


eta 


ttc 


agg 


agg 


aaa 


taagaatcat ctaectteaa geaagaatta 


O O D 


o u 




Phe 


Thr 


Ala 


Leu 


Phe 


Arg 


Arg 


Lys 




















O J. 




200 










205 
























o ^ 




acagagattg 


tggctacgca aatgcaccaa aaaagggtga 


aatatatetg 


aaatgtacet 


7 A R 


63 




ggttctgccc 


ttggaagcca cttcctgctc atgccactaa 


cagcatgetg 


ccaaaetgtt 


805 


fid 




cagattcaag j 


attattccaa gcgcagggcc caaatgttat 


agccaaagaa 


agtcttatga 


O U ^ 






taaaagtgag < 


gcaaatttca gccaagaagt tagaagagat 


gtttaaaaga 


acaagaacaa 


925 


O O 




attgtggatc ; 


atggtatatg caggctatca gcagaaggat 


eagacaataa 


aatgagttag 


17 O 3 


fi7 




tgcaaaccat 


ttagtaaaaa taactatcag cagagttgtt 


ceagattaaa 


aatagtacta 


1045 


o o 




caagcttgta ; 


aaggagttag gacatgcaag ctactgagca 


taaaatatat 


acttgetatt 


J- X u o 






tttcatgact 


ttctctaata aagtctttga ctgttctctc 


taataaaaaa - 


aaaaaaaaaa 


1 1 fi R 

X J. D J 


7 n 




aaaaa 






























1 1 7 n 


7 1 


<2 10> 


SEQ 


ID NO 2 
































*r-9 1 1 
^ ^ X J- ;> 


LENGTH : 


207 
































<2 12 > 


TYPE: PRT 






























74 


< ^ X J ^ 


ORGANISM: Homo sapiens 
























75 


<400 > 


SEQUENCE: 2 






























7 
/ D 




Met 


Ser 


Thr 


Lys 


Pro 


Asp 


Met 


He 


Gin 


Lys 


Cys 


Leu 


Trp 


Leu 


Glu 


He 




77 




1 








5 










10 










15 






7 fl 




Leu 


Met 


Gly 


He 


Phe 


He 


Ala 


Gly 


Thr 


Leu 


Ser 


Leu 


Asp 


Cys 


Asn 


Leu 




7 9 










20 










25 










30 








o u 




Leu 


Asn 


Val 


His 


Leu 


Arg 


Arg 


Val 


Thr 


Trp 


Gin 


Asn 


Leu 


Arg 


His 


Leu 




81 








35 










40 










45 










o ^ 




Ser 


Ser 


Met 


Ser 


Asn 


Ser 


Phe 


Pro 


Val 


Glu 


Cys 


Leu 


Arg 


Glu 


Asn 


He 




83 






50 










55 










60 












84 




Ala 


Phe 


Glu 


Leu 


Pro 


Gin 


Glu 


Phe 


Leu 


Gin 


Tyr 


Thr 


Gin 


Pro 


Met 


Lys 




85 




65 










70 










75 










80 




86 




Arg 


Asp 


He 


Lys 


Lys 


Ala 


Phe 


Tyr 


Glu 


Met 


Ser 


Leu 


Gin 


Ala 


Phe 


Asn 




87 












85 










90 










95 






88 




He 


Phe 


Ser 


Gin 


His 


Thr 


Phe 


Lys 


Tyr 


Trp 


Lys 


Glu 


Arg 


His 


Leu 


Lys 




89 










100 










105 










110 








90 




Gin 


He 


Gin 


He 


Gly 


Leu 


Asp 


Gin 


Gin 


Ala 


Glu 


Tyr 


Leu 


Asn 


Gin 


Cys 




91 








115 










120 










125 










92 




Leu 


Glu 


Glu 


Asp 


Glu 


Asn 


Glu 


Asn 


Glu 


Asp 


Met 


Lys 


Glu 


Met 


Lys 


Glu 




93 






130 










135 










140 












94 




Asn 


Glu 


Met 


Lys 


Pro 


Ser 


Glu 


Ala 


Arg 


Val 


Pro 


Gin 


Leu 


Ser 


Ser 


Leu 
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145 










150 










X ^ ^ 










1 fin 

X o u 






Glu 


Leu 


Arg 


Arg 


Tyr 


Phe 


nxo 


Arg 


X Xc 


Asp 


Asn 




Leu 


Lys 


VjXU 


Lys 


y / 












165 










X / u 










1 7 
X / O 




J o 




Lys 


Tyr 


Ser 


Asp 


Cys 


Ala 


Trp 


Glu 


He 


Val 


A yet 


Val 


Glu 


xxe 


Arg 




Q Q 










180 










185 










ion 

X 17 u 










Cys 


Leu 


Tyr 


Tyr 


Phe 


Tyr 


Lys 


Phe 


Thr 


nXcL 


Leu 




Arg 


Arg 


Lys 












195 










200 










o o 
^ u o 








1 09 
X u ^ 


^ ^ X u ^ 


SEQ 


ID NO 3 






























< ^ X X > 


LENGTH : 


238 




























1 riA 


O 1 o 
< z x^ > 


TYPE: PRT 




























XUo 


< ^ x^ > 


ORGANISM: Homo sapiens 






















lU b 


^ yt n r\ «^ 
<4 U U > 


SEQUENCE: 3 




























inn 






AX a. 


Leu 


Leu 


Phe 


Pro 


Leu 


Leu 


Ala 


Til 0 

Axa 


Leu 


vax 


rieu 


inr 


Ser 


Tyr 






\ 








c 










xu 










xd 




10 9 




Ser* 


Pro 


vax 


vT J- 2 


O C J- 




Gly Cys Asp 


Leu 


Pro 


(aXn 


Asn 


HIS 


QjXy 


Leu 


Tin 










o n 










2 b 










^ U 






111 
111 






Ser 


Arg 




X ixx 




vax 


Leu 


Leu 


rllS 


(jxn 


lUf A 4- 

jviec 


Arg 


Arg 


xxe 


Ser 


X X^ 


















4 U 










ft o 








XX^ 




Piro 


rrne 


Leu 




T .01 1 


Lys 


Asp 


Arg 


Arg 


Asp 


Fne 


Arg 


Fne 


Pro 


(jxn 


T 1 1 

CjXU 


J. J.rc 






50 






























XXd 




Met 


Val 


Lys 


vjxy 


Ser 


VjXII 


Leu 


oXIi 


Lys 


Axa 


rlxS 


T7a 1 

vax 


Mec 


Ser 


vax 


Leu 


X J. O 




65 










/ u 




















o u 


XX / 




His 


Glu 


Met 


Leu 


ijTXIi. 


vjxh 


xxe 


fne 


Ser 


Leu 


irne 


rlxS 


Thr 


(jXU 


Arg 


Ser 


X X O 












85 




















-7 O 




xxy 




Ser 


Ala 


Ala 


Trp 


Asn 


Met 


Thr 


Leu 


Leu 


Asp 


(jxn 


Leu 


rlXS 


Tnr 


1 1 1 
(jXU 


Leu 












100 










105 










1 1 n 

X X u 






X2 X 




His 


Gin 


Gin 


Leu 


Gin 


His 


Leu 


Glu 


Thr 


Cys 


Leu 


Leu 


Cjxn 


T7a 1 

vax 


vax 


(jxy 










115 










120 










1 O R 

X ^ 3 








Xz3 




Glu 


Gly 


Glu 


Ser 


Ala 


Gly 


Ala 


He 


Ser 


Ser 


vax 


Pro 


(jxn 


Leu 


Ser 


Ser 


T OA 






130 










135 










Xft u 










125 




Leu 


Glu 


Leu 


Arg 


Arg 


Tyr 


Phe 


His 


Arg 


xxe 


Asp 


Asn 


Fne 


Leu 


Lys 


(jXU 


IOC 

X2 o 




145 










150 










Xdo 










Xo u 


TOT 

Xz / 




Lys 


Lys 


Tyr 


Ser 


Asp 


Cys 


Ala 


Trp 


Glu 


xxe 


vax 


Arg 


vax 


vjXU 


xxe 


Arg 


T O Q 
X2 O 












165 










X / U 










1 7 
X / O 




T O Q 
XZ Z7 




Arg 


Cys 


Leu 


Tyr 


Tyr 


Phe 


Tyr 


Lys 


Phe 


Thr 


aXo. 


Leu 


Pro 


an a 

nXd. 


Leu 


J. liX 


X J u 










180 










185 










xy u 






Xo X 




Leu 


Arg 


Arg 


Tyr 


Phe 


Gin 


Gly 


He 


Arg 


vax 


Tyr 


Leu 


Lys 


(jXU 


Lys 


Lys 


1 o o 
X j2 








195 










200 










one 








111 
X J J 




Tyr 


Ser 


Asp 


Cys 


Ala 


Trp 


Glu 


Val 


Val 


Arg 




^xu 


xxe 




Lys 


Ser 


134 






210 










215 










220 










135 




Leu 


Phe 


Leu 


Ser 


Thr 


Asn 


Met 


Gin 


Glu 


Arg 


Leu 


Arg 


Ser 


Lys 






136 




225 










230 










235 












137 


<210> 


SEQ 


ID NO 4 




























138 


<211> 


LENGTH : 


187 




























139 


<212> 


TYPE: PRT 




























14 0 


<213> 


ORGANISM: Homo sapiens 






















141 


<400> 


SEQUENCE: 4 




























142 




Met 


Thr 


Asn 


Lys 


Cys 


Leu 


Leu 


Gin 


He 


Ala 


Leu 


Leu 


Leu 


Cys 


Phe 


Ser 


143 




1 








5 










10 










15 




144 




Thr 


Thr 


Ala 


Leu 


Ser 


Met 


Ser 


Tyr 


Asn 


Leu 


Leu 


Gly 


Phe 


Leu 


Gin 


Arg 
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X** D 










9 n 


























1 AC 




Q £a 
OCX 


C £i y~ 


■noil 


Irllc 


VjXlI 






T 

j_iy o 




T .aii 
Uc Li 


irp 


L7X11 


Xic U. 


A C 
AO 11 




A VfT 

.nX ^ 


1 A7 








35 










40 










45 
















lyr 




T .ail 


Ijy o 


Asp 


Arg 




r-ioii 


f^llC 




X xc 


It X U 


VjX u. 


L7X Ll 


_L *± ^ 






50 










55 










60 










1 c n 




J. U.C 




o j-ii 


Leu 


vjXii 


nl n 
oXIl 


Phe 


Gin 


Lys 


L7X U. 


Asp 


r\X d 


a 

i-iXo. 


Leu 


lilx 


X Xc 


XD X 














/ u 










/ ^ 










O \J 






Tyr 






Leu 


Vjrin 


Asn 


He 


Phe 


AXci 


X xe 


irlie 


Arg 


Pin 


Asp 


Ser 


Ser 


±D J 






















y \j 










-7 3 




T C >t 




Q O -y~ 
OCX. 


1 111. 


m -IT- 
o-Ly 


Trp 


Asn 


Glu 


Thr 


He 


V CLX 


V7XU. 


Asn 


Leu 


Leu 


2il a 


Asn 


\7a 1 
V cLX 












1 nn 










XVJ o 










1 1 n 
xxu 






Xdo 




Tyr 


His 


Gin 


lie 


Asn 


His 


Leu 


Lys 


Thr 


V a.X 


Leu 


oXu 


r*l n 

V7XU 


Lys 


Leu 


oXU 


lo / 








115 










120 










xz o 












Lys 


Glu 


Asp 


Phe 


Thr 


Arg 


Gly Lys 




1*1 c u 


OCX 


OCX 


T.ai 1 
XlC LI 


nx o 


XJC Ll 


T 

uy o 








130 










135 










1 A r\ 
X4 u 










lb U 




Arg 


Tyr 


Tyr 


Gly 


Arg 


He 


Leu 


His 


Tyr 


Leu 


Lys 


i\xa 


Lys 


oXU 


Tyr 


Ser 


151 




145 










150 










xoo 










xb u 


lo Z 




His 


Cys 


Ala 


Trp 


Thr 


He 


Val 


Arg 


V CLX 


LL 


X xc 


Leu 


Arg 


Asn 


irllc 


lyr 


lb J 












165 










X / U 










1 "7 c; 

X / D 








Phe 


He 


Asn 


Arg 


Leu 


Thr Gly Tyr 


T .oi 1 

J_lC LI 


nX ^ 


CTI 
f^iSll 












Ibb 










180 










1 O D 
















lb o 


< 4C* X\J > 


SEQ 


ID NO 5 




























167 


<^ 11> 


LENGTH : 


194 




























ICQ 

Ibo 


<^ ±z> 


TYPE: PRT 




























lb y 


<z 1 J > 


ORGANISM: Homo sapiens 






















1 / U 


^ A n n 


SEQUENCE : 5 




























1/1 




Met 


Ala 


Phe 


Val 


Leu 


Ser 


Leu 


Leu 


Mat- 

i*iet. 


A.xa 


Leu 


vax 


Leu 


\7a 1 
VaX 


Ser 


Tyr 


1 / Z 




1 








5 










X Lf 










X 3 




1 / J 




Gly 


Pro 


Phe 


Gly 


Ser 


Leu Gly Cys 


Asp 


Leu 


Ser 


(jin 


Asn 


flXo 


■^7a 1 

vax 


Leu 


1 










20 


























I/O 




Val 


Gly 


Arg 


Lys 


Asn 


Leu 


Arg 


Leu 


Leu 


Asp 


(jXU 




Arg 


Arg 


Leu 


Ser 


1 / b 








35 










40 










A R 








1 / / 




Pro 


His 


Phe 


Cys 


Leu 


Gin 


Asp 


Arg 


Lys 


Asp 


irne 


Axa 


Leu 


Pro 


r*! Tl 

vjXII 


Pl n 


X / O 






50 










55 




















1 / y 




Met 


val 


Glu 


Gly 


Gly 


Gin 


Leu 


Gin 


vjIU 


A.xa 


(jxn 


i\±ai 


X xe 


Ser 


\7a 1 

vax 


Leu 


ion 
lo U 




65 










70 










7 










O L/ 


TOT 
181 




His 


Glu 


Met 


Leu 


Gin 


Gin 


Ser 


Phe 


Asn 


Leu 


Fne 


rllS 


inr 


Pin 
xjXU 


rllS 


Ser 


1 Q O 

lo^ 












85 




















Q CI 




183 




Ser 


Ala 


Ala 


Trp 


Asp 


Thr 


Thr 


Leu 


Leu 


Glu 


Pro 


Cys 


Arg 


Thr 


Gly 


Leu 


184 










100 










105 










110 






185 




His 


Gin 


Gin 


Leu 


Asp 


Asn 


Leu 


Asp 


Ala 


Cys 


Leu 


Gly 


Gin 


Val 


Met 


Gly 


186 








115 










120 










125 








187 




Glu 


Glu 


Asp 


Ser 


Ala 


Leu Gly Arg 


Thr 


Gly 


Pro 


Leu 


Ala 


Leu 


Lys 


Arg 


188 






130 










135 










140 










189 




Tyr 


Phe 


Gin 


Gly 


He 


His 


val 


Tyr 


Leu 


Lys 


Glu 


Lys 


Gly 


Tyr 


Ser 


Asp 


190 




145 










150 










155 










160 


191 




Cys 


Ala 


Trp 


Glu 


Thr 


Val 


Arg 


Leu 


Glu 


He 


Met 


Arg 


Ser 


Phe 


Ser 


Ser 


192 












165 










170 










175 




193 




Leu 


He 


Ser 


Leu 


Gin 


Glu 


Arg 


Leu 


Arg 


Met 


Met 


Asp 


Gly 


Asp 


Leu 


Ser 


194 










180 










185 










190 
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195 




Ser 


Pro 






























1 QC 

ly o 


< Z J.U > 


SEQ 


ID NO 6 




























197 


<211> 


LENGTH : 


245 






























<2 12 > 


TYPE : PRT 




























199 . 


<213 > 


ORGANISM: Homo sapiens 






















200 


<400> 


SEQUENCE : 6 




























201 








Leu 


T .01 1 




Pro 


Leu 


Leu 


Aia 


Aia 


Leu 


vai 


Met 


inr 


Ser 


Tyr 


202 




J. 








c 










T ft 
lU 










15 




203 






Pro 


vax 


Gly 


Ser 


Leu 


Gly Cys 


Asp 


Leu 


Pro 


Gin 


Asn 


His 


Gly Leu 


204 




















2b 










0 ft 






205 




Leu 


Ser 


Arg 


Asn 


Thr 


Leu 


Val 


Leu 


Leu 


His 


Gin 


Met 


Arg 


Arg 


J. J.C 


Q 0 V 


206 








-a c 

•J 










40 










45 








207 




Piro 


irne 


Leu 




J-IC Li 


Lys 


Asp 


Arg 


Arg 


Asp 


Phe 


Arg 


Pxie 


Pro 


0 J.11 




O A O 

2Uo 






^ u 










55 










a n 
0 U 










209 




iviet. 


vax 


Lys 


Gly 


Ser 


Gin 


Leu 


Gin 


Lys 


Ala 


His 


Val 


Met 


Ser 




Leu 


210 




D D 










70 










/ O 










0 ft 


211 






r*i 11 


i*iet. 


J-JC Li. 


Gin 


Gin 


He 


Phe 


Ser 


Leu 


Phe 


His 


Thr 


Glu 




Got* 


212 












0 0 










Q ft 










y D 




213 




SeiT 


A±a 


i\±ci 




noil 


Met 


Thr 


Leu 


Leu 


Asp 


Gin 


Leu 


His 


Thr 
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